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Item to test

Strains Data Tab

URL

https://www.bv-brc.org/view/Taxonomy/1301#view tab=overview

Prerequisites

None

References

https://www.bv-brc.org/docs/quick references/organisms_taxon/genomes.html

Tester(s)

Rebecca Wattam, Christian Zmasek, Anna Niewiadomska, Ron Kenyon

Test date

6-Jan-2022 and 4-Feb-2022 (original-passed), 8-May-2022 (follow-up-passed)

Test result

Passed

Overview

Test Results

Test the Genomes Tab with example bacterial and viral data.
Verify the correct genomes.

Test Keyword Filter

Test Advanced Search

Test Filters

Test Genome, Genomes, and Genome Group action buttons

e Testresults were verified by examination of returned data via inspection.
e All operations performed as expected.




Bacteria

Streptococcus:

"T1 Taxon View

L ¥ 1 Bacteria » Firmicutes » Bacilli » L:

Overview | Phylogeny Taxonomy Genomes AMR Phenotypes Sequences

¥

DOWNLOAD | KEYWORDS

D Genome Name

Strain

» Streptocc

«

ADV Search

_DSM108490

Streptococcus uberis 005
Streptococcus uberis 014
Streptococcus uberis 021
Streptococcus uberis 008
Streptococcus uberis 010
Streptococcus uberis 001
Streptococcus uberis 029
Streptococcus uberis 018
Streptococcus uberis 011
Streptococcus uberis 022
Streptococcus uberis 031
Streptococcus uberis 034
Streptococcus uberis 036
Streptococcus uberis 027
Streptococcus uberis 013
Streptococcus uberis 032

Streptococcus uberis 023

Streptococcus uberis 016
Streptococcus uberis 024
Streptococcus uberis 019
Streptococcus uberis 017
Streptococcus uberis 026
Streptococcus uberis 030
Streptococcus uberis 006
Streptococcus uberis 025
Streptococcus uberis 004
Streptococcus uberis 033

Streptococcus uberis 009

000000000000 bocoocboooboooboooooooooo

Streptococcus uberis 015

1 - 200 of 38348 results

Streptococcus pneumoniae R6 SPN-1
Streptococcus pneumoniae SPNA45 SP-863 SP-8632

Streptococcus suis 200522119

_th

Streptococcus pneumoniae SPNA45 SP-815 SP-8159

SPN-1

Streptococcus pneumoniae AP200 SP-1725 SP-1725
Streptococcus pneumoniae AP200 SP-0440 SP-0440

005
014
021
008
010
001
029
018
o1
022
031
034
036
027
013
032
023
200522119
016
024
019
017
026
030
006
025
004
033
009
015

is_DSM110086

» Streptococcus ( 38348 Genomes )

Proteins

GenBank Size
Accessions

CAKOCWO01000000° 2285733
CAKODQO010000001 2382465

0V300015 2131449
0V306843 2239504
0V299984 2239791
0OV300061 2131839
0V299982 2132639

JALLFO010000091,. 2142472
JALLFF010000100,J 2179292
JALLEY010000010,. 2087273
JALLFL010000010,J 1988899
JALLFJ010000010,J 2049435
JALLFS010000010,. 1957880
JALLEQ010000010,. 1990306
JALLFB010000010,. 2125091
JALLFI010000010,Js 2033030
JALLEX010000008,. 1910556
JALLEO010000010,. 1975273
JALLEL010000010,J 1911230
JALLEJ010000010,J 2040210
JALLES010000010,. 2063322
JALLFG010000010,. 2015783
JALLEN010000100,. 2129814
JALLEW010000010, 1942629
JALLAMO010000003,. 2173846
JALLFD010000010,. 1903371
JALLEV010000010,. 2004603
JALLFA010000010,J 1985394
JALLFC010000010,. 2009868
JALLET010000010,. 2023615
JALLEP010000010,. 1947804
JALLFN010000010,. 1992809
JALLEU010000010,. 1971909
JALLFP010000010,. 1984631
JALLEMO010000010,. 2041682
JALLFK010000010,. 2035173
JALLFE010000010,. 2002134

Protein Str

CcDs

2304
2368
3960
4746
4574
2639
3005
2335
2388
2152
2222
2254
2087
2210
2269
2165
1975
2103
2038
2215
2271
2112
2418
1992
2176
1971
2049
2099
2082
2120
2054
2219
2022
2001
2231
2186
2072

ialty Genes | D

Collection Year
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2014
2014
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2016
2016
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2016
2015
2005
2015
2016
2015
2015
2016
2016
2013
2016
2012
2016
2014
2015

and Motifs | Epitopes
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Pathwa)

FILTERS APPLY
Isolation Host Common ©
Country Name
Germany
Germany
Italy Sheep
Italy Sheep
Italy Sheep
Italy Sheep
Italy Sheep
Italy Sheep
Italy Sheep
Italy Sheep
Italy Sheep
Italy Sheep
Italy Sheep
Italy Sheep
Italy Sheep
Italy Sheep
Italy Sheep
Italy Sheep
Italy Sheep
China Human
Italy Sheep
Italy Sheep
Italy Sheep
Italy Sheep
Italy Sheep
Italy Sheep
Italy Sheep
Italy Sheep
Italy Sheep
Italy Sheep
Italy Sheep
Italy Sheep
<12 3..192)




Keyword Filter: uberis

r'.I.'l Taxon View

-1 Bacteria » Firmicutes » Bacilli » Lactobacillales » Streptococcaceae » Streptococcus ( 38348 Genomes )

Overview | Phylogeny | T:

‘ uberis

[ ~..]
DOWNLOAD | KEYWORDS X

C] Genome Name

Streptococcus uberis 005
Streptococcus uberis 014
Streptococcus uberis 021
Streptococcus uberis 008
Streptococcus uberis 010
Streptococcus uberis 001
Streptococcus uberis 029
Streptococcus uberis 018
Streptococcus uberis 011
Streptococcus uberis 022
Streptococcus uberis 031
Streptococcus uberis 034
Streptococcus uberis 036
Streptococcus uberis 027
Streptococcus uberis 013
Streptococcus uberis 032
Streptococcus uberis 023
Streptococcus uberis 016
Streptococcus uberis 024
Streptococcus uberis 019
Streptococcus uberis 017
Streptococcus uberis 026
Streptococcus uberis 030
Streptococcus uberis 006
Streptococcus uberis 025
Streptococcus uberis 004
Streptococcus uberis 033
Streptococcus uberis 009
Streptococcus uberis 015
Streptococcus uberis 028
Streptococcus uberis 037
Streptococcus uberis 002
Streptococcus uberis 043
Streptococcus uberis 007
Streptococcus uberis 003

Streptococcus uberis 040

JO00O00000000000000o0cb0Docboooocboooboo

Streotococcus uberis 012

1 - 200 of 446 results
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Strain

005
014
021
008
010
001
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018
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036
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013
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023
016
024
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017
026
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006
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004
033
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015
028
037
002
043
007
003
040
012

GenBank Size
Accessions

JALLFO010000091,. 2142472
JALLFF010000100,J 2179292
JALLEY010000010,. 2087273
JALLFL010000010,J 1988899
JALLFJ010000010,J 2049435
JALLFS010000010,. 1957880
JALLEQ010000010,. 1990306
JALLFB010000010,. 2125091
JALLF1010000010,J/ 2033030
JALLEX010000008,. 1910556
JALLEO010000010,, 1975273
JALLEL010000010,J 1911230
JALLEJ010000010,J 2040210
JALLES010000010,. 2063322
JALLFG010000010,. 2015783
JALLEN010000100,. 2129814
JALLEWO010000010, 1942629
JALLFD010000010,. 1903371
JALLEV010000010,. 2004603
JALLFA010000010,J 1985394
JALLFC010000010,. 2009868
JALLET010000010,. 2023615
JALLEP010000010,. 1947804
JALLFN010000010,. 1992809
JALLEU010000010,. 1971909
JALLFP010000010,. 1984631
JALLEMO010000010,. 2041682
JALLFK010000010,. 2035173
JALLFE010000010,. 2002134
JALLER010000010,. 1983779
JALLEI010000010,J; 1913329
JALLFR010000010,. 1960308
JALLED010000010,. 1938614
JALLFM010000010,. 1929020
JALLFQO010000010,. 1934296
JALLEF010000010,. 1945714
JALLFH010000010.. 1911694

Proteins | Protein Str

CDs

2335
2388
2152
2222
2254
2087
2210
2269
2165
1975
2103
2038
2215
2271
2112
2418
1992
1971
2049
2099
2082
2120
2054
2219
2022
2001
2231
2186
2072
2140
2017
2123
2029
2101
2227
2002
2019

ialty Genes = D

Collection Year

2013
2015
2015
2014
2014
201
2016
2015
2014
2015
2016
2016
2016
2016
2015
2016
2015
2015
2016
2015
2015
2016
2016
2013
2016
2012
2016
2014
2015
2016
2016
201
2016
2014
2012
2016
2015

Isolation
Country

Italy
Italy
Italy
Italy
Italy
Italy
Italy
Italy
Italy
Italy
Italy
Italy
Italy
Italy
Italy
Italy
Italy
Italy
Italy
Italy
Italy
Italy
Italy
Italy
Italy
Italy
Italy
Italy
Italy
Italy
Italy
Italy
Italy
Italy
Italy
Italy
Italv

and Motifs | Epitopes | Pathw
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FILTERS APPLY

Host Common €
Name

Sheep
Sheep
Sheep
Sheep
Sheep
Sheep
Sheep
Sheep
Sheep
Sheep
Sheep
Sheep
Sheep
Sheep
Sheep
Sheep
Sheep
Sheep
Sheep
Sheep
Sheep
Sheep
Sheep
Sheep
Sheep
Sheep
Sheep
Sheep
Sheep
Sheep
Sheep
Sheep
Sheep
Sheep
Sheep
Sheep

Sheeo
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Advanced Search: Isolation Country equals Germany

‘Equal‘ v ‘isolation country

v |Germany

+

r'T'l Taxon View

Overview | Phylogeny = Taxonomy Genomes AMR Phenotypes Sequences
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-1 Bacteria » Firmicutes » Bacilli » Lactobacillales » Streptococcaceae » Streptococcus ( 38348 Genomes )

[ ]
DOWNLOAD | KEYWORDS ADV Search
D Genome Name Strain
3 ¥ . DSM108490
 th | is_DSM110086
subsp. isimili Karl
Streptococcus mitis SM11 SM11
Streptococcus suis 2138579 2138579

JO000000000000000C0OCcbOobOOobOoooooocoboooo

Streptococcus pneumoniae FDAARGOS_15 FDAARGOS_1508

Proteins

Germany

ISOLATION_COUNTRY %

GenBank Size
Accessions

CAKOCW01000000° 2285733
CAKODQ010000001 2382465
CP092887 1999715
JAJUWQ010000010 1858685
JAFLMC000000000 2092222

CP083627 2116633

uncultured Streptococcus sp. ERR2764806_ ERR2764806_bin.1_metaWRAP_v1.1_MAG CAJZJH000000000 902415

subsp. I FDAARGOS_1569

subsp. ¢« FDAARGOS_1569

Streptococcus pneumoniae strain FDAARGC Not applicable

subsp. ¢« FDAARGOS_1569
Streptococcus pneumoniae strain FDAARGC Not applicable
Streptococcus pneumoniae strain FDAARGC Not applicable
Streptococcus pneumoniae strain FDAARGC Not applicable
Streptococcus mutans strain FDAARGOS_1: Not applicable
Streptococcus mutans strain FDAARGOS 14 Not applicable
Streptococcus mitis strain FDAARGOS 1456 Not applicable
Streptococcus gordonii strain FDAARGOS 1: Not applicable
Streptococcus gordonii strain FDAARGOS 1: Not applicable
Streptococcus sp. strain Gw_Inlet_bin_217 Gw_lInlet_bin_217
Streptococcus sp. strain Gw_SIPrim_bin_14" Gw_SIPrim_bin_141
Streptococcus sp. strain Gw_Prim_bin_166 Gw_Prim_bin_166
Streptococcus sp. strain Go_SIPrim_bin_107 Go_SIPrim_bin_107
Streptococcus sp. strain Go_Inlet_bin_152 Go_lInlet_bin_152
Streptococcus oralis subsp. oralis strain SN3 SN31376
Streptococcus oralis subsp. oralis strain SN6 SN63707
Streptococcus constellatus strain FDAARGO Not applicable
Streptococcus dysgalactiae strain FDAARG(C Not applicable
Streptococcus anginosus strain FDAARGOS Not applicable
Streptococcus constellatus strain FDAARGO Not applicable
Streptococcus dysgalactiae strain FDAARG( Not applicable
Streptococcus lutetiensis strain FDAARGOS, Not applicable
Streptococcus rubneri strain CCUG 66516 CCUG 66516
Streptococcus dysgalactiae strain FDAARGC Not applicable
Streptococcus oralis strain FDAARGOS_107 Not applicable

Streptococcus lutetiensis strain FDAARGOS Not applicable

1 - 156 of 156 results

CP085939 1876334
CP085939 1876334
CP083627 2116633
CP085939 1876334
CP083627 2116633
CP083627 2116633
CP083627 2116633

JAHWIY000000000 2226753

CP077404 2019345
CP077259 1868859
CP077248 2154796
CP077224 2187618

JAGOWZ010000188 1324125
JAGPKMO010000030 1198058
JAGNFJ010000127,. 655645

JAGOLO010000048 1154455
JAGNXC010000066 1296191
JAFJLY000000000 1996786
JAFJLZ000000000 2039911

CP069558 1978680
CP068478 2138306
CP068060 2284041
CP068213 1903262

CP068057,CP06805 2151179
CP068056 1793521
MRXY00000000 2145322
CP066069,CP06607 2174327
CP066041 1994899

CP066277

1971124

Protein Structures

CDs

2304
2368
1929
1782
2159
2255
998

1845
1845
2255
1845
2255
2255
2255
2384
1981
1759
2141
2118
1489
1342
740

1235
1383
1958
2026
2075
2114
2317
1908
2213
1829
2056
2194
1865
2077

Specialty Genes | Domains and Motifs = Epitopes

Collection Year

2018
2019
2021
2019
2018

2011

2007
2014

2007

Isolation
Country

Germany
Germany
Germany
Germany
Germany
Germany
Germany
Germany
Germany
Germany
Germany
Germany
Germany
Germany
Germany
Germany
Germany
Germany
Germany
Germany
Germany
Germany
Germany
Germany
Germany
Germany
Germany
Germany
Germany
Germany
Germany
Germany
Germany
Germany
Germany

Germany

Pathwa!
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l L.
FILTERS APPLY

Host Common ©
Name

Human

Human

Human

Human



Filters:

Collection Year: 2018
Isolation Country: Denmark
Host Group: Human

r‘T”' Taxon View
-1 Bacteria » Firmicutes » Bacilli » Lactobacillales » Streptococcaceae » Streptococcus ( 38348 Genomes )

—
Overview | Phylogeny Taxonomy G AMR Ph yp Seq Proteins | Protein Structures = Specialty Genes Domains and Motifs Epitopes @ Pathway
& f 2018 Denmark Human Y r?‘
[ ]
DOWNLOAD | KEYWORDS ADV Search  COLLECTION_YEAR % ISOLATION_COUNTRY % HOST_GROUP % HIDE APPLY
Public Q Genome Status Q  Genome Quality & Collection Year Q Isolation Country Q  Geographic Group Q Host Common Name Q  Host Group q #
true (11) WGS (11) Good (11) 2018 (11) Denmark (11) Europe (11) Human (11) Human (11)
1937 (1) Australia (1) Nonhuman Mammal (1)
1939 (4) Austria (6)
1941 (2) Brazil (2)
1943 (2) China (72)
1945 (1) France (3)
1952 (1) India (3)
1960 (1) Japan (2)
1961 (2) Lebanon (2)
D Genome Name Strain GenBank Size CDS Collection Year Isolation Host Common ©
Accessions Country Name
D Streptococcus pneumoniae strain SLAS77  SLA977 JACVIS010000010,J 2039366 2186 2018 Denmark Human
D Streptococcus pneumoniae strain SLA958  SLA958 JACVIE010000010,J 2096119 2266 2018 Denmark Human
D Streptococcus pneumoniae strain SLA036  SLA036 JACVIF010000010,J 2032378 2156 2018 Denmark Human
D Streptococcus pneumoniae strain SLA520  SLA520 JACVHY010000010, 2075229 2238 2018 Denmark Human
D Streptococcus pneumoniae strain SLA789  SLA789 JACVIP010000010,J 2083440 2225 2018 Denmark Human
D Streptococcus pneumoniae strain SLA944  SLA944 JACVIC010000010,. 1955052 2079 2018 Denmark Human
D Streptococcus pneumoniae strain SLA634  SLA634 JACVIG010000010,. 2080937 2243 2018 Denmark Human
D Streptococcus pneumoniae strain SLA462  SLA462 JACVIA010000010,J 2043718 2204 2018 Denmark Human
D Streptococcus pneumoniae strain SLA240  SLA240 JACVID010000010,. 2028574 2166 2018 Denmark Human
D Streptococcus pneumoniae strain SLA668  SLA668 JACVHZ010000010, 2009260 2119 2018 Denmark Human
D Streptococcus pseudopneumoniae strain A1{ A18006565 JACSYT000000000 2183820 2388 2018 Denmark Human




Genome Action Button:

E] Genome Name

Strain GenBank Size
Accessions

[:] Streptococcus acidominimus Streptococcus_ Streptococcus_acidominimus_DSM108490 CAKOCWO01000000° 2285733

Streptococcus thoraltensis Streptococcus_th Streptococcus_thoraltensis_DSM110086 CAKODQ010000001 2382465

[:] Streptococcus pneumoniae SPNA45 SP-815 SP-8159 OV300015 2131449

T'G'| Genome View

-1 Bacteria » Firmicutes » Bacilli » Lactobacillales » Streptococcaceae » Streptococcus » Streptococcus thoraltensis » Streptococcus thoraltensis Streptococcus_thoraltensis_DSH

CDS

2304
2368
3960

Overview = AMR Phenotypes | Phylogeny Genome Browser @Circular Viewer = Sequences = Proteins | Protein Str Specialty Genes D

Experiments | Interactions

{C) Streptococcus thoraltensis Genomic Features
Streptococcus_thoraltensis_DSM110086 PATRIC ~
CDS 2368
Length: 2382465bp, Contigs: 51
repeat_unit 442
General Info tRNA 29
Genome ID 55085.3 rRNA 3

Genome Name

Taxonomy Info
Taxon ID
Superkingdom
Phylum
Class
Order
Family
Genus
Species

Status
Genome Status

Type Info
Strain

Database Cross Reference
Completion Date
BioProject Accession
BioSample Accession
Genbank Accessions

Sequence Info

Streptococcus thoraltensis
Streptococcus_thoraltensis_DSM110086

55085 -
Bacteria Protein Features
Firmicutes PATRIC
Bacill Hypothetical proteins 659
Lactobacillales
Proteins with functional assignments 1709
Streptococcaceae
Streptococcus Proteins with EC number assignments 601
Streptococcus thoraltensis Proteins with GO assignments 500
Proteins with Pathway assignments 418
WGS Proteins with Subsystem assignments 642
Proteins with PATRIC genus-specific family (PLfam) assignments 1964
Streptococcus_thoraltensis_DSM110086 Proteins with PATRIC cross-genus family (PGfam) assignments 1983
Proteins with FIGfam assignments 0
3/20/2022
PRJEB50452
SAMEA13256562 i
e o Speciaty Genes | . =)
CAKODQ010000002, ~ Source
CAKODQO010000003, . .
CAKODQO10000004, Virulence Factor Victors
CAKODQO010000005, Virulence Factor VFDB
CAKODQO0100000086, Transporter TCDB
CAKODQ010000007
Drug Target DrugBank
Drug Target TTD

None available
Antibiotic Resistance PATRIC

and Motifs | Protein Fz

RefSeq

© © © o o ©o ©o o o

Genes
27

1

18

10

1

23



Genomes Action Button:

E] Genome Name Strain GenBank Size CDS Collection Year |Isolation
Accessions Country
Streptococcus acidominimus Strep 1s_ Strep ,_DSM108490 CAKOCWO01000000° 2285733 2304 2018 Germany
Strep is th is Strep 1s_th Strep is_DSM110086  CAKODQO010000001 2382465 2368 2019 Germany
Streptococcus pneumoniae SPNA45 SP-815 SP-8159 0OV300015 2131449 3960
Streptococcus pneumoniae R6 SPN-1 SPN-1 0V306843 2239504 4746
Streptococcus pneumoniae SPNA45 SP-863 SP-8632 0V299984 2239791 4574
Streptococcus pneumoniae AP200 SP-1725 SP-1725 0OV300061 2131839 2639
Streptococcus pneumoniae AP200 SP-0440 SP-0440 0V299982 2132639 3005
D Streptococcus uberis 005 005 JALLFO010000091,. 2142472 2335 2013 Italy
Genome
":_—_:'l Genome List View
L=—=1 GENOMES: GENOME ID IS [1326.12 OR [55085.3 ... 5 more ... (7 Genomes )

Overview = Genomes | Sequences A AMR Phenotypes

Proteins

< a4

DOWNLOAD | KEYWORDS ADV Search
D Genome Name Strain
[:] Streptococcus acidominimus Str _ Str inimus_DSM108490
D Streptococcus thoraltensis Streptococcus_th Streptococcus_thoraltensis_ DSM110086
[:] Streptococcus pneumoniae SPNA45 SP-815 SP-8159
[:] Streptococcus pneumoniae R6 SPN-1 SPN-1
D Streptococcus pneumoniae SPNA45 SP-863 SP-8632
[:] Streptococcus pneumoniae AP200 SP-1725 SP-1725
D Streptococcus pneumoniae AP200 SP-0440 SP-0440

Genome Group:

! Add selected items to group

u

G

| G
u

| New/Existing

New Group
roup Folder (defaults to your groups folder)
1% Genome Groups

roup Name

v

[Staph genomes

rkenyon / home / Genome Groups (39 items)

@
@
@

Name
Staph genomes
Vibrio genome group

brucella reference genomes

GenBank Size
Accessions

CAKOCW01000000° 2285733
CAKODQ010000001 2382465

0OV300015 2131449
0V306843 2239504
0V299984 2239791
0OV300061 2131839
0V299982 2132639

Specialty Genes = Pathways Subsystems

CDs

2304
2368
3960
4746
4574
2639
3005

Collection Year Isolation
Country
2018 Germany
2019 Germany
Size Owner
7 genomes me
34 genomes me
4 genomes me

FILT



Viruses:

Influenza:

r‘T'l Taxon View
- Viruses » Negarnaviricota » Insthoviricetes » Articulavirales » Orthomyxoviridae » Alphainfluenzavirus » Influenza A virus ( 810384 Genomes )

Overview = Taxonomy | Strains  Genomes Proteins | Protein Structures | Domains and Motifs | Epitopes Experiments Surveillance = Serology

& f YT Y

DOWNLOAD | KEYWORDS ADV Search HIDE APPLY

Public Q Genome Status Q. Segment QA Subtype Q' HType Q NType Q Reference Genome Q Collection Year Q Isolation Count

true (810384)  Complete (438665) 1 (79802) A(1) 0(1) 1(263825) Reference (56) Afghanistan (138)
Partial (371719) 2 (78862) HO1N2 (8) 1(256050) || 10(27) Albania (1)
3 (79700) HON1 (1) 10 (12559) || 11(32) Algeria (183)
4(152127) || H1(1338) 11 (7741) Angola (12)
5 (80784) H10 (12) 12 (3484) Antarctica (106)
6(110267) || H10N1 (601) 13 (5088) Argentina (1334)

(
(
(
(
(
8 (81944) H10N3 (1344) 15 (150) 1927 (
(
(
(
(

7 (92983) H10N2 (526) 14 (334) Australia (19542)
( 1 Austria (517)
HA (5) H10N4 (716) 16 (2573) 1930 (15) Azerbaijan (34)
M (5) H10NS5 (1228) 17 (27) 1931 (40) Bahrain (61)
NA (5) H10N6 (543) 18 (32) 1933 (94) Bangladesh (5865)
H10N7 (6081) 2(6591) 1934 (811) Barbados (4)
H10N8 (1091) 3 (278389) 1935 (62) Belarus (27)
H1NNIQ /422 A (JNRNK 1028 /2)\ Ralainim (18268)
D Genome Name Strain GenBank Size CDS Collection Year Isolation Host Common ©
Accessions Country Name
D Influenza A virus (A/TI )8208/2009 A/Thail )8208/2009 KP637399 1497 1 2009 Thailand Human
D Influenza A virus A/North Carolina/09/2021  A/North Carolina/09/2021 OM731184 1737 1 2021 USA Human
D Influenza A virus A th Carolina/A02 i 1 Caroli 0224 021 MZ203407 1701 1 2021 USA Pig
[:] Influenza A virus A/swi th Carolina/A02 A/swil 1 Caroli )21 MZ203408 1410 1 2021 USA Pig
D Influenza A virus A/North Carolina/09/2021  A/North Carolina/09/2021 OM731183 2208 2 2021 USA Human
D Influenza A virus A/swine/Ohio/A02245891/2! A/swine/Ohio/A02245891/2021 MZ203409 1701 1 2021 USA Pig
D Influenza A virus A/North Carolina/09/2021  A/North Carolina/09/2021 OM731186 1441 1 2021 USA Human
D Influenza A virus A/North Carolina/09/2021  A/North Carolina/09/2021 OM731185 1541 1 2021 USA Human
D Influenza A virus A i A02245: i 022 021 MZ203411 1701 1 2021 USA Pig
D Influenza A virus A/Ohio/07/2021 A/Ohio/07/2021 OM731189 2316 1 2021 USA Human
D Influenza A virus A/Anser i ia/AIVA : A/Anser indicu: IVA 286CAD India/20 MZ209099 501 1 2020 India Bar-Headed Goose
[:] Influenza A virus A/swi i A02245: i i 02: 1 MZ203412 1410 1 2021 USA Pig
D Influenza A virus A/swine/Ohio/A02245891/2! A/swine/Ohio/A02245891/2021 MZ203410 1410 1 2021 USA Pig
D Influenza A virus A/North Carolina/09/2021  A/North Carolina/09/2021 OM731188 865 2 2021 USA Human
[:] Influenza A virus A/North Carolina/09/2021  A/North Carolina/09/2021 OM731187 1002 2 2021 USA Human
D Influenza A virus A/North Carolina/09/2021  A/North Carolina/09/2021 OM731182 2316 2 2021 USA Human
D Influenza A virus A/swi A02245: A i MZ203405 1701 1 2021 USA Pig
[:] Influenza A virus A/Qatar/N-203-PB1/2018  A/Qatar/N-203-PB1/2018 MZ198346 2316 2 2018 Qatar Human
D Influenza A virus i 02245 i 022: 021 MZ203406 1410 1 2021 USA Pig
D Influenza A virus A/North Carolina/08/2021  A/North Carolina/08/2021 OM731176 1737 1 2021 USA Human
D Influenza A virus A/North Carolina/09/2021  A/North Carolina/09/2021 OM731181 2316 1 2021 USA Human
D Influenza A virus A/North Carolina/08/2021  A/North Carolina/08/2021 OM731180 865 2 2021 USA Human
D Influenza A virus A/Qatar/N-203-PA/2018 A/Qatar/N-203-PA/2018 MZ198345 2208 2 2018 Qatar Human
m Influenza A virus A/North Carolina/08/2021  A/North Carolina/08/2021 OM731175 2208 2 2021 USA Human

1 - 200 of 810384 results 2 3 ..4052)



Dengue:

r

Overview = Taxonomy Genomes Proteins | Protein Structures Domains and Motifs = Epitopes

<

]
DOWNLOAD | KEYWORDS ADV Search
D Genome Name Strain

JO000000000000bo0o0boooooooobooooooo

T'l Taxon View
- Viruses » Kitrinoviricota » Flasuviricetes » Amarillovirales » Flaviviridae » Flavivirus » Dengue virus ( 39517 Genomes )

3

Dengue virus 2 MCL-21-H-11204_RNA-848¢ MCL-21-H-11204_RNA-8485
Dengue virus 2 MCL-21-H-10974_RNA-847¢ MCL-21-H-10974_RNA-8474
Dengue virus 2 MCL-21-H-10977 MCL-21-H-10977

Dengue virus 2 MCL-21-H-11400_RNA-850& MCL-21-H-11400_RNA-8508
Dengue virus 2 MCL-21-H-11408 MCL-21-H-11408

Dengue virus 2 MCL-21-H-11369 MCL-21-H-11369

Dengue virus 1 MCL-21-H-11388_RNA_850: MCL-21-H-11388_RNA_8504
Dengue virus 1 MCL-21-H-11428_RNA_851: MCL-21-H-11428_RNA_8514
Dengue virus 1 AFI059 AF1059

Dengue virus 1 AFI025 AFI025

Dengue virus 2 India_MCL-21-H-10601_846 India_MCL-21-H-10601_8463_2021

Dengue virus 4 MCL-21-H-11473_8521 MCL-21-H-11473_8521
Dengue virus 4 MCL-21-H-12138_8533 MCL-21-H-12138_8533
Dengue virus 4 MCL-21-H-11443_8516 MCL-21-H-11443_8516
Dengue virus 4 MCL-21-H-11374_8497 MCL-21-H-11374_8497
Dengue virus 4 MCL-21-H-11387_8503 MCL-21-H-11387_8503
Dengue virus 4 MCL-21-H-11373_8496 MCL-21-H-11373_8496
Dengue virus 4 MCL-21-H-11390_8505 MCL-21-H-11390_8505

Dengue virus 2 MCL-21-H-11427 MCL-21-H-11427
Dengue virus 2 MCL-21-H-11449 MCL-21-H-11449
Dengue virus 2 MCL-21-H-11634 MCL-21-H-11634
Dengue virus 2 MCL-21-H-11405 MCL-21-H-11405
Dengue virus 2 MCL-21-H-11403 MCL-21-H-11403
Dengue virus 2 MCL-21-H-11399 MCL-21-H-11399
Dengue virus 2 MCL-21-H-11392 MCL-21-H-11392
Dengue virus 2 MCL-21-H-11381 MCL-21-H-11381
Dengue virus 2 MCL-21-H-11373 MCL-21-H-11373
Dengue virus 2 MCL-21-H-11365 MCL-21-H-11365
Dengue virus 2 MCL-21-H-11361 MCL-21-H-11361
Dengue virus 2 MCL-21-H-11017 MCL-21-H-11017
Dengue virus 2 MCL-21-H-10947 MCL-21-H-10947
Dengue virus 2 MCL-21-H-11025 MCL-21-H-11025
Dengue virus 2 MCL-21-H-10600 MCL-21-H-10600

Dengue virus 3 MCL-21-H-12058_8539 MCL-21-H-12058_8539

Dengue virus 2 DENV-2_P9 DENV-2_P9
Dengue virus 1 9363/Hyd/UoH 9363/Hyd/UoH
Denaue virus 1 9925/MHvd/lloH 9925/Hvd/lloH

1 - 200 of 39517 results

GenBank
Accessions

OM730078
OM700180
0OM700181
OM698821
0OM681318
OM680963
OM666558
OM666557
OM654348
OM654347
OM648092
‘OM640000
OM639999
OM639998
OM639996
OM639997
OM639995
OM639994
OM639991
OM639992
OM639993
OM639990
OM639989
OM639988
OM639987
OM639986
OM639985
OM639984
OM639983
OM639981
OM639980
OM639982
OM639979
OM638675
OM572553
OM572559

OMSK72558

Size

10692
10685
10690
10719
10722
10721
10723
10706
10637
10669
10697
10599
10641
10644
10619
10606
10623
10636
10721
10716
10670
10708
10713
10710
10711
10720
10712
10687
10709
10707
10706
10723
10677
10703
175

402

403

Experiments

CcDs

Collection Year

2021
2021
2021
2021
2021
2021
2021
2021
2021
2021
2021
2021
2021
2021
2021
2021
2021
2021
2021
2021
2021
2021
2021
2021
2021
2021
2021
2021
2021
2021
2021
2021
2021
2021
2019
2019
2020

Isolation
Country

India
India
India
India
India
India
India
India
Colombia
Colombia
India
India
India
India
India
India
India
India
India
India
India
India
India
India
India
India
India
India
India
India
India
India
India
India
India
India

India
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T Y,
FILTERS APPLY
Host Common ©
Name
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human

Human
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I:] Genome Name Strain GenBank Size CDs Collection Year Isolation Host Common ©
Accessions Country Name

D virus/H.s il virus/H. i vt/COD/2012/Is MT742157 18342 9 2012 Democratic Republic Human

D virus/H.s i virus/H.sapiens-wt/COD/2012/ls MT680257 18277 9 2012 Democratic Republic

D Bundib! i i virus/H.s i virus/H.sapi V/COD/2012/Is MT680262 18342 9 2012 Democratic Republic

D virus/H.s il virus/H i vt/COD/2012/Is MT680261 18277 9 2012 Democratic Republic

D virus/H.s i virus/H.sapiens-wt/COD/2012/ls MT680260 18342 9 2012 Democratic Republic

D virus/H.s il virus/H.sapit vt/COD/2012/Is MT680259 18342 9 2012 Democratic Republic

D virus/H.s il virus/H i vt/COD/2012/Is MT680258 18342 9 2012 Democratic Republic

D virus/H.s i virus/H.sapi v/COD/2012/ls MT680256 18342 9 2012 Democratic Republic

D Bundib! i i virus/H.s il virus/H i tc/COD/2012/Isi MT680255 18342 9 2012 Democratic Republic

D virus/H.s i virus/H.sapiens-tc/COD/2012/Isi MT680254 18342 9 2012 Democratic Republic

D virus/H.s i virus/H.sapiens-tc/COD/2012/Isi MT680252 18342 9 2012 Democratic Republic

D virus/H.s i virus/H. i tc/COD/2012/1si MT680253 18342 9 2012 Democratic Republic

D virus/H.s il virus/H i tc/COD/2012/1si MT680251 18342 9 2012 Democratic Republic

D virus/H.s il virus/H. i tc/COD/2012/Isi MT680250 18342 9 2012 Democratic Republic

D virus/H.s Il virus/H. i tc/COD/2012/Isi MT680248 18342 9 2012 Democratic Republic

D virus/H.s il virus/H i tc/COD/2012/Isi MT680249 18342 9 2012 Democratic Republic

D Bundib virus/H.s i virus/H.sapiens-tc/COD/2012/Isi MT680247 18342 9 2012 Democratic Republic

D B virus/H.s i virus/H.sapit tc/COD/2012/Isi MT680246 18342 9 2012 Democratic Republic

D virus/H.s il virus/H i v/COD/2012/Is MT680245 18342 9 2012 Democratic Republic

D Zaire i i 1.sapi vWUG Ebolavi 1.sapi V/UGA/2019/Ituri- 201 MZ854253 18947 9 2019 Uganda Human

D Zaire i i i v/UC i i v/UGA/2019/1turi- 201 MZ854252 18935 9 2019 Uganda Human

D Zaire i i i WUCG i i VYUGA/2019/Ituri- 201 MZ854251 18933 9 2019 Uganda Human

D Zaire i i 1.sapi WUG i 1.sapi VWUGA/2019/Ituri- 201 MZ854250 18879 9 2019 Uganda Human

D Bombali ebolavirus PREDICT_SLAB7576  PREDICT_SLAB7576 MT929359 587 1 2018 Sierra Leone Little free-tailed bat

D Bombali ebolavirus PREDICT_SLAB000016! PREDICT_SLAB0000169A MT929355 587 1 2016 Sierra Leone Little free-tailed bat

D Bombali irus PREDICT_SL/ PREDICT_SLAB000048 MT929354 587 1 2016 Sierra Leone Little free-tailed bat

D Bombali ebolavirus PREDICT_GNAB2597 PREDICT_GNAB2597 MT929353 587 1 2018 Guinea Angolan free-tailed

D Zaire i i 1.sapi wCC i 1.sapi v&/COD/20 i-BEN MT800931 18814 9 2020 Democratic Republic Human

D Zaire i i 1.sapi wWCC i 1.sapi vt/COD/2018/Ituri-MAI MT800930 18941 9 2019 Democratic Republic Human

D Zaire ebolavirus Ebola virus/H.sapiens-wt/C( Ebola virus/H.sapiens-wt/COD/2019/lturi-BTI MT778299 18915 9 2019 Democratic Republic Human

D Zaire ebolavirus Ebola virus/H.sapiens-wt/C( Ebola virus/H.sapiens-wt/COD/2019/Ituri-BTI MT778300 18932 9 2019 Democratic Republic Human

D Zaire ebolavirus Ebola virus/H i vt/C( Ebola virus/H. iens-wt/COD/2019/Ituri-BTI MT778301 18937 9 2019 Democratic Republic Human

D Zaire ebolavirus Ebola virus/H. i vt/C( Ebola virus/H, iens-wt/COD/2019/lIturi-BTI MT778302 18941 9 2019 Democratic Republic Human

D Zaire ebolavirus Ebola virus/H.sapiens-wt/C( Ebola virus/H.sapiens-wt/COD/2019/Ituri-BTI MT778304 18921 9 2019 Democratic Republic Human

D Zaire ebolavirus Ebola virus/H.sap vt/C( Ebola virus/H. iens-wt/COD/2019/Ituri-BTI MT778305 18945 9 2019 Democratic Republic Human

D Zaire ebolavirus Ebola virus/H.sapiens-wt/C( Ebola virus/H.sapiens-wt/COD/2019/Ituri-BTI MT778306 18939 9 2019 Democratic Republic Human

ﬁ Zaire ebolavirus Ebola virus/H.sapiens-wt/C( Ebola virus/H.sapiens-wt/COD/2019/Ituri-BTI MT778303 18929 9 2019 Democratic Republic Human
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C] Genome Name Strain
Enterovirus C104 NL_2019_R4 NL_2019_R4
Enterovirus C104 NL_2019_R3 NL_2019_R3
Enterovirus C104 NL_2018_R2 NL_2018_R2
Enterovirus C104 NL_2018_R1 NL_2018_R1
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Coxsackievirus A4 353/HFMD/YN/CHN/201€ 353/HFMD/YN/CHN/2018
Coxsackievirus A4 80/HFMD/YN/CHN/2018 80/HFMD/YN/CHN/2018
Coxsackievirus A4 157/HFMD/YN/CHN/201€ 157/HFMD/YN/CHN/2018
Coxsackievirus A4 145/HFMD/YN/CHN/201€ 145/HFMD/YN/CHN/2018
Coxsackievirus A4 128/HFMD/YN/CHN/201€ 128/HFMD/YN/CHN/2018
Coxsackievirus A4 49/HFMD/YN/CHN/2018 49/HFMD/YN/CHN/2018

Coxsackievirus A4 366/HA/YN/CHN/2018  366/HA/YN/CHN/2018
Coxsackievirus A4 298/HA/YN/CHN/2018 ~ 298/HA/YN/CHN/2018
Coxsackievirus A4 2/HA/YN/CHN/2018 2/HA/YN/CHN/2018

Coxsackievirus A4 934/HFMD/YN/CHN/201€ 934/HFMD/YN/CHN/2018
Coxsackievirus A4 1/HA/YN/CHN/2018 1/HA/YN/CHN/2018
Coxsackievirus A4 551/HFMD/YN/CHN/201€ 551/HFMD/YN/CHN/2018

Coxsackievirus A4 734/HFMD/YN/CHN/201€ 734/HFMD/YN/CHN/2018

Coxsackievirus A4 17/HA/YN/CHN/2018
Coxsackievirus A4 595/HA/YN/CHN/2018
Coxsackievirus A4 589/HA/YN/CHN/2018
Coxsackievirus A4 559/HA/YN/CHN/2018
Coxsackievirus A4 527/HA/YN/CHN/2018
Enterovirus A71 GS19/359_VNM_2019
Enterovirus A71 GS19/42_VNM_2019
Enterovirus A71 VND18/233_VNM_2018
Enterovirus A71 GS19/329_VNM_2019
Enterovirus A71 GS19/107_VNM_2019
Enterovirus A71 GS19/275_VNM_2019
Enterovirus A71 VND19/56_VNM_2019
Enterovirus A71 VND19/53_VNM_2019
Enterovirus A71 VND19/34_VNM_2019
Enterovirus A71 VND19/09_VNM_2019
Enterovirus A71 VND19/02_VNM_2019
Enterovirus A71 VND19/21_VNM_2019
Enterovirus A71 VND19/01_VNM_2019
Enterovirus A71 GS18/1295_VNM_2018
Enterovirus A71 GS18/1290 VNM 2018

1 - 200 of 111358 results

17/HAYN/CHN/2018
595/HA/YN/CHN/2018
589/HA/YN/CHN/2018
559/HA/YN/CHN/2018
527/HA/YN/CHN/2018
GS19/359_VNM_2019
GS19/42_VNM_2019
VND18/233_VNM_2018
GS19/329_VNM_2019
GS19/107_VNM_2019
GS19/275_VNM_2019
VND19/56_VNM_2019
VND19/53_VNM_2019
VND19/34_VNM_2019
VND19/09_VNM_2019
VND19/02_VNM_2019
VND19/21_VNM_2019
VND19/01_VNM_2019
GS18/1295_VNM_2018
GS18/1290 VNM 2018
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GenBank
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MZ092705

MZ092704

MZ092703

MZ092702

MW161084
MW161080
MW161083
MW161082
MW161081
MW161079
MW161078
MW161077
MW161075
MW161073
MW161074
MW161071
MW161072
MW161076
MW161070
MW161069
MWwW161068
MW161067
MWwW139740
MW139741
MW139744
MW139743
MWwW139742
MW139739
MwW139738
MW139737
MW139736
MW139734
MW139733
MW139735
MWwW139732
MW139731
MW139730
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Size

7154
7411
7217
7390
915
915
915
915
915
915
915
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915
7337
915
7337
7337
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807
462
801
462
462
891
891
891
891
891
891
891
891
891
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2018
2018
2018
2018
2018
2018
2018
2018
2018
2018
2018
2018
2018
2018
2018
2018
2018
2018
2018
2019
2019
2018
2019
2019
2019
2019
2019
2019
2019
2019
2019
2019
2018
2018

Isolation
Country

Netherlands
Netherlands
Netherlands
Netherlands
China
China
China
China
China
China
China
China
China
China
China
China
China
China
China

China

China

China

Viet Nam
Viet Nam
Viet Nam
Viet Nam
Viet Nam
Viet Nam
Viet Nam
Viet Nam
Viet Nam
Viet Nam
Viet Nam
Viet Nam
Viet Nam
Viet Nam

Viet Nam
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Human
Human
Human
Human
Human
Human
Human
Human
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Hepacivirus C MIR-01/AJK/2019 MIR-01/AJK/2019
Hepacivirus C BGH-01/AJK/2019 BGH-01/AJK/2019
Hepacivirus C BGH-02/AJK/2019 BGH-02/AJK/2019
Hepacivirus C MZD-03/AJK/2019 MZD-03/AJK/2019
Hepacivirus C MZD-02/AJK/2019 MZD-02/AJK/2019
Hepacivirus C KOT-01/AJK/2019 KOT-01/AJK/2019
Hepacivirus C RWP-04/PK/2019 RWP-04/PK/2019
Hepacivirus C MZD-01/AJK/2019 MZD-01/AJK/2019
Hepacivirus C RWP-03/PK/2019 RWP-03/PK/2019
Hepacivirus C RWP-02/PK/2019 RWP-02/PK/2019
Hepacivirus C RWP-01/PK/2019 RWP-01/PK/2019
Hepacivirus C HRG-M122/C HRG-M122/C 014
; ivirus C HRG-M123/C Z HRG-M123/C 014
i ivirus C HRG-M1 /2014  HRG-M153/Senapati/2014
t ivirus C HRG: i /2014 HRG 14
; ivirus C HRG-M346/C 14 HRG-M346/Chandel/2014
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Hepacivirus C HRG-M318/Chandel/2014

t ivirus C HRG-M251 /2014
Hepacivirus C HRG-M250/Senapati/2014

HRG-M318/Chandel/2014

HRG-M251/Senapati/2014
HRG-M250/Senapati/2014

Hepacivirus C HRG-M191/C Z HRG-M191/Ci 2014
t ivirus C HRG: /2014  HRG 14

H ivirus C HRG-M020/C HRG-M020/C 014
Hepacivirus C 2020-SAAQ7 2020-SAA07

Hepacivirus C QAU_05 QAU_05

Hepacivirus C QAU_04 QAU_04

Hepacivirus C

Hepacivirus C 12195 12195

Hepacivirus C 10435 10435

Hepacivirus C 12206 12206

Hepacivirus C 11673 11673

Hepacivirus C 11618 11618

Hepacivirus C 11151 11151

Hepacivirus C 11949 11949

Hepacivirus C 11998 11998

Hepacivirus C 11671 11671

Hepacivirus C 11742 11742

Hepacivirus C 11798 11798
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MZ152838
MZ152835
MZ152836
MZ152834
MZ152833
MZ152837
MZ152831
MZ152832
MZ152830
MZ152829
MZ152828
OM525725
OM525726
OM525727
OM525733
OM525732
OM525731
OM525730
OM525729
OM525728
OM525724
OM525723
LC699305
MWO016379
MWO016378
HV194675
MT502244
MT502242
MT502241
MT502243
MT502240
MT502239
MT502237
MT502238
MT502234
MT502235
MT502236

Domains and Motifs = Epitopes

Size

573
220
222
222
222
573
220
219
573
573
219
300
300
300
300
300
300
300
300
300
300
300
1083
421
422
7310
548
571
569
571
569
569
569
571
569
569
571
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2019
2019
2019
2019
2019
2019
2019
2019
2019
2019
2014
2014
2014
2014
2014
2014
2014
2014
2014
2014
2014
2020
2019
2019

2019
2019
2019
2019
2019
2019
2019
2019
2019
2019
2019

Isolation
Country

Pakistan
Pakistan
Pakistan
Pakistan
Pakistan
Pakistan
Pakistan
Pakistan
Pakistan
Pakistan
Pakistan
India
India
India
India
India
India
India
India
India
India
India
Egypt
Pakistan

Pakistan

Iran
Iran
Iran
Iran
Iran
Iran
Iran
Iran
Iran
Iran

Iran
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Human
Human
Human
Human
Human
Human
Human
Human
Human
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Human
Human
Human
Human
Human
Human
Human
Human
Human

Human

Human
Human
Patent
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
Human
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D Genome Name Strain
D Lassa mammarenavirus 813888 813888
[:] Lassa mammarenavirus 813888 813888
D Lassa mammarenavirus 813877 813877
D Lassa mammarenavirus 813877 813877
[:] Lassa mammarenavirus 813878 813878
D Lassa mammarenavirus 813878 813878
D Lassa irus H /NGA/Z H. WNGA/2018/NML_61
D Lassa irus H.sapiens-wt/NGA/Z H. VUNGA/2018/NML_61
[ Lassa irus H.sapiens-wi/NGA/Z H ANGA/2018/NML_57
D Lassa irus H i VUNGA/Z H. W/NGA/2018/NML_57
D Lassa irus H.sapiens-wt/NGA/Z H. -w/NGA/2018/NML_55
D Lassa irus H.sapi VUNGAJ/Z H. ViNGA/2018/NML_55
D Lassa irus H.sapi VUNGAJZ H WNGA/2018/NML_46
[J Lassa irus H.sapiens-wy/NGA/Z H WNGA/2018/NML_46
D Lassa irus H.sapi VUNGAJZ H. WNGA/2018/NML_33
D Lassa irus H /NGA/Z H. NGA/2018/NML_33
[J Lassa mammarenavirus Yar-31 Yar-31
D Lassa mammarenavirus Yar-26 Yar-26
[J Lassa mammarenavirus Yar-8 Yar-8
[J Lassa mammarenavirus Yar-13 Yar-13
D Lassa mammarenavirus
D Lassa mammarenavirus
D Lassa mammarenavirus
D Lassa mammarenavirus
D Lassa mammarenavirus
D Lassa mammarenavirus
D Lassa mammarenavirus
D Lassa mammarenavirus
D Lassa mammarenavirus
D Lassa mammarenavirus
D Lassa mammarenavirus Josiah-GPA Josiah-GPA
D Lassa mammarenavirus Josiah-GPA Josiah-GPA
D Lassa mammarenavirus NYA-44 NYA-44
D Lassa mammarenavirus YAK-02 YAK-02
D Lassa mammarenavirus YAK-08 YAK-08
D Lassa mammarenavirus YAK-20 YAK-20
m Lassa mammarenavirus
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GenBank
Accessions

OM140830
OM140831
OM140826
OM140827
0OM140829
OM140828
MZ169798
MZ169799
MZ169796
MZ169797
MZ169794
MZ169795
MZ169792
MZ169793
MZ169790
MZ169791
MW776599
MW776598
MW776596
MW776597
7OIN_R

70IN_E

70IN_M

70JL_E

70IN_D

70JLD

70EB_E

70JK_E

70JK_D

70EA_E

MWO004546
MWO004547
MW039388
MW039389
MW039390
MW039391
7ELA C

Protein Structures = Domains and Motifs

Size

7237
3420
7217
3363
3421
7236
7127
3368
6720
2945
7226
3193
6576
3259
7074
3293
888
888
888
888
19
19

19
20
20
16

12
16
7265
3416
3368
3368
3298
3368
19

Epitopes

CDS
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Experiments

Collection Year

2000
2000
1989
1989
2007
2007
2018
2018
2018
2018
2018
2018
2018
2018
2018
2018
2019
2019
2019
2019

2011
2011
2014
2014
2014
2014

Isolation
Country

Nigeria
Nigeria
Nigeria
Nigeria
Nigeria
Nigeria
Nigeria
Nigeria
Nigeria
Nigeria
Nigeria
Nigeria
Nigeria
Nigeria
Nigeria
Nigeria
Guinea
Guinea
Guinea

Guinea

Sierra Leone
Sierra Leone
Sierra Leone

Sierra Leone
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Name

Human

Human

Human

Human

Human

Human

Human

Human

Human

Human

Human

Human

Human

Human

Human

Human

Rat

Rat

Rat

Rat

Lab host
Lab host
Rat
Rat
Rat
Rat
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Lassa mammarenavirus 813888

Lassa mammarenavirus 813888

Lassa mammarenavirus 813877

Lassa mammarenavirus 813877

Lassa mammarenavirus 813878

Lassa mammarenavirus 813878

Mopeia mammarenavirus MOZ-1057-MGV
Mopeia mammarenavirus MOZ-1083-BGC
Mopeia mammarenavirus MOZ-1089-BGC
Mopeia mammarenavirus MOZ-1092-BGC
Mopeia mammarenavirus MOZ-1125-MZC
Mopeia mammarenavirus MOZ-1136-MZC
Mopeia mammarenavirus MOZ-1154-MZC
Mopeia mammarenavirus MOZ-1155-MZC
Mopeia mammarenavirus MOZ-1157-MZC
Mopeia mammarenavirus MOZ-1179-BGV
Mopeia mammarenavirus MOZ-1188-BGV
Mopeia mammarenavirus MOZ-1190-BGV
Mopeia mammarenavirus MOZ-1283-MZC
Mopeia mammarenavirus MOZ-1334-MZV
Mopeia mammarenavirus MOZ-306-CBC
Mopeia mammarenavirus MOZ-323-CBC
Mopeia mammarenavirus MOZ-326-CBC
Mopeia mammarenavirus MOZ-342-CBC
Mopeia mammarenavirus MOZ-345-CBC
Mopeia mammarenavirus MOZ-351-CBC
Mopeia mammarenavirus MOZ-365-CBC
Mopeia mammarenavirus MOZ-429-MZC
Mopeia mammarenavirus MOZ-440-MZC
Mopeia mammarenavirus MOZ-441-MZC
Mopeia mammarenavirus MOZ-447-MZC
Mopeia mammarenavirus MOZ-456-MZC
Mopeia mammarenavirus MOZ-462-MZC
Mopeia mammarenavirus MOZ-495-MLV
Mopeia mammarenavirus MOZ-496-MLV
Mopeia mammarenavirus MOZ-666-CBC

Mopeia mammarenavirus MOZ-673-CBC

1 - 200 of 5175 results

Strain

813888

813888

813877

813877

813878

813878
MOZ-1057-MGV
MOZ-1083-BGC
MOZ-1089-BGC
MOZ-1092-BGC
MOZ-1125-MZC
MOZ-1136-MZC
MOZ-1154-MZC
MOZ-1155-MZC
MOZ-1157-MZC
MOZ-1179-BGV
MOZ-1188-BGV
MOZ-1190-BGV
MOZ-1283-MZC
MOZ-1334-M2V
MOZ-306-CBC
MOZ-323-CBC
MOZ-326-CBC
MOZ-342-CBC
MOZ-345-CBC
MOZ-351-CBC
MOZ-365-CBC
MOZ-429-MZC
MOZ-440-MZ2C
MOZ-441-MZC
MOZ-447-MZC
MOZ-456-MZC
MOZ-462-MZC
MOZ-495-MLV
MOZ-496-MLV
MOZ-666-CBC
MOZ-673-CBC

Proteins

GenBank
Accessions

0OM140830
OM140831
OM140826
0OM140827
OM140829
OM140828
MZ512143
MZ512142
MZ512141

MZ512140
MZ512139
MZ512138
MZ512137
MZ512136
MZ512135
MZ512134
MZ512133
MZ512132
MZ512131

MZ512130
MZ512129
MZ512128
Mz512127
MZ512126
MZ512125
MZ512124
MZ512123
MZ512122
MZ512121

MZ512120
MZ512119

MZ512118

MZ512117

MZ512116

MZ512115

MZ512114

MZ512113

Protein Structures = Domains and Motifs

Size

7237
3420
7217
3363
3421
7236
499
499
499
499
499
499
499
499
499
499
499
571
499
499
499
499
499
499
499
499
499
499
499
499
499
499
499
499
499
499
499

Epitopes

CDS

N NN N NN

Experiments

Collection Year

2000
2000
1989
1989
2007
2007
2019
2019
2019
2019
2019
2019
2019
2019
2019
2019
2019
2019
2019
2019
2019
2019
2019
2019
2019
2019
2019
2019
2019
2019
2019
2019
2019
2019
2019
2019
2019

Isolation
Country

Nigeria

Nigeria

Nigeria

Nigeria

Nigeria

Nigeria

Mozambique
Mozambique
Mozambique
Mozambique
Mozambique
Mozambique
Mozambique
Mozambique
Mozambique
Mozambique
Mozambique
Mozambique
Mozambique
Mozambique
Mozambique
Mozambique
Mozambique
Mozambique
Mozambique
Mozambique
Mozambique
Mozambique
Mozambique
Mozambique
Mozambique
Mozambique
Mozambique
Mozambique
Mozambique
Mozambique

Mozambique

P11

T Y
FILTERS APPLY

Host Common ©

Name

Human

Human

Human

Human

Human

Human

Rat

Rat

Rat

Rat

Rat

Rat

Rat

Rat

Rat

Rat

Rat

Rat

Rat

Rat

Rat

Rat

Rat

Rat

Rat

Rat

Rat

Rat

Rat

Rat

Rat

Rat

Rat

Rat

Rat

Rat

Rat
<12 3..26>



Rota:

r

g

—
Overview Taxonomy Genomes | Proteins  Protein Structures = Domains and Motifs | Epitopes
s
DOWNLOAD KEYWORDS ADV Search
Genome Name Strain GenBank
Accessions

Rotavirus A RVA/Cow-wt/HB01/China/2021/C RVA/Cow-wt/HB01/China/2021/G6P1 OM643802
Rotavirus A RVA/Cow-wt/HB01/China/2021/C RVA/Cow-wt/HB01/China/2021/G6P1 OM643801
Rotavirus A RVA/Cow-wt/HB01/China/2021/C RVA/Cow-wt/HB01/China/2021/G6P1 OM643803
Rotavirus A RVA/Cow-wt/HB01/China/2021/C RVA/Cow-wt/HB01/China/2021/G6P1 OM643799
Rotavirus A RVA/Cow-wt/HB01/China/2021/C RVA/Cow-wt/HB01/China/2021/G6P1 OM643794
Rotavirus A RVA/Cow-wt/HB01/China/2021/C RVA/Cow-wt/HB01/China/2021/G6P1 OM643796
Rotavirus A RVA/Cow-wt/HBO01/China/2021/C RVA/Cow-wt/HB01/China/2021/G6P1 OM643800
Rotavirus A RVA/Cow-wt/HB01/China/2021/C RVA/Cow-wt/HB01/China/2021/G6P1 OM643798
Rotavirus A RVA/Cow-wt/HB01/China/2021/C RVA/Cow-wt/HB01/China/2021/G6P1 OM643795
Rotavirus A RVA/Cow-wt/HBO01/China/2021/C RVA/Cow-wt/HB01/China/2021/G6P1 OM643804
Rotavirus A RVA/Cow-wt/HB01/China/2021/C RVA/Cow-wt/HB01/China/2021/G6P1 OM643797
Rotavirus A RVA/Bat-tc/ZMB/16-27/2016/G3t RVA/Bat-tc/ZMB/16-27/2016/G36P[51] LC704655
Rotavirus A RVA/Bat-tc/ZMB/18-12/2018/G3t RVA/Bat-tc/ZMB/18-12/2018/G36P[51] LC704672
Rotavirus A RVA/Bat-tc/ZMB/16-27/2016/G3¢ RVA/Bat-tc/ZMB/16-27/2016/G36P[51] LC704654
Rotavirus A RVA/Bat-tc/ZMB/18-12/2018/G3t RVA/Bat-tc/ZMB/18-12/2018/G36P[51] LC704667
Rotavirus A RVA/Bat-tc/ZMB/18-12/2018/G3¢ RVA/Bat-tc/ZMB/18-12/2018/G36P[51] LC704666
Rotavirus A RVA/Bat-tc/ZMB/18-12/2018/G3¢ RVA/Bat-tc/ZMB/18-12/2018/G36P[51] LC704674
Rotavirus A RVA/Bat-tc/ZMB/18-12/2018/G3t RVA/Bat-tc/ZMB/18-12/2018/G36P[51] LC704668
Rotavirus A RVA/Bat-tc/ZMB/18-12/2018/G3¢ RVA/Bat-tc/ZMB/18-12/2018/G36P[51] LC704671
Rotavirus A RVA/Bat-tc/ZMB/18-12/2018/G3t RVA/Bat-tc/ZMB/18-12/2018/G36P[51] LC704670
Rotavirus A RVA/Bat-tc/ZMB/18-12/2018/G3t RVA/Bat-tc/ZMB/18-12/2018/G36P[51] LC704669
Rotavirus A RVA/Bat-tc/ZMB/18-12/2018/G3¢ RVA/Bat-tc/ZMB/18-12/2018/G36P[51] LC704673
Rotavirus A RVA/Bat-tc/ZMB/18-12/2018/G3t RVA/Bat-tc/ZMB/18-12/2018/G36P[51] LC704664

sp. RVF/PB5 RVF/PB56-SII: i 2019 Ol
Rotavirus sp. RVA/PB41-SI14 RVA/PB41-SI14/Swi 019 OM469192

sp. RVF/PB56-SII: i B56-SII: i 19 Ol

sp. RVF/PB! RVF/PBS56-SI!! i 2019 Ol

sp. RVF/PB56-SII: RVF/PB56-SII: i 19 (o]

sp. RVA/PB32-! 2 RVA/PB32-SII3: i 19 OM469189

sp. RVF/PB! RVF/PBS56-SII: i 2019 OM469207
Rotavirus A RVA/Bat-tc/ZMB/18-12/2018/G3¢ RVA/Bat-tc/ZMB/18-12/2018/G36P[51] LC704665
Rotavirus sp. RVA/PB41-SI14 RVA/PB41-SI14/Swi 19 OM469203
Rotavirus A RVA/Bat-tc/ZMB/16-27/2016/G3t RVA/Bat-tc/ZMB/16-27/2016/G36P([51] LC704663

sp. RVA/PB32-SlI 2 RVA/PB32-SI133/Swil 2019 OM469202
Rotavirus sp. RVA/PB41-SI14 RVA/PB41-SI14/Swi 019 OM469196
Rotavirus A RVA/Bat-tc/ZMB/16-27/2016/G3t RVA/Bat-tc/ZMB/16-27/2016/G36P[51] LC704661

sp. RVA/PB32-SII3 2 RVA/PB32-SI133/Swi 2019 OM469201

J000000000000c00oCcbocoobboobocoooboooooo
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Size

2362
2590
1354
3300
1581
1074
2839
667

1065
1062
700

2588
1075
2771
2363
2589
667

1807
1059
1069
1356
751

3302
1727
1205
2530
1180
2961
2368
1090
2771
686

667

696

2128
1075
801

Experiments

CDS

Collection Year

2021
2021
2021
2021
2021
2021
2021
2021
2021
2021
2021
2016
2018
2016
2018
2018
2018
2018
2018
2018
2018
2018
2018
2019
2019
2019
2019
2019
2019
2019
2018
2019
2016
2019
2019
2016
2019

Isolation
Country

China
China
China
China
China
China
China
China
China
China
China
Zambia
Zambia
Zambia
Zambia
Zambia
Zambia
Zambia
Zambia
Zambia
Zambia
Zambia
Zambia
Switzerland
Switzerland
Switzerland
Switzerland
Switzerland
Switzerland
Switzerland
Zambia
Switzerland
Zambia
Switzerland
Switzerland
Zambia

Switzerland

=3
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Host Common ©
Name

Cow

Cow

Egyptian rousette
Egyptian rousette
Egyptian rousette
Egyptian rousette
Egyptian rousette
Egyptian rousette
Egyptian rousette
Egyptian rousette
Egyptian rousette
Egyptian rousette
Egyptian rousette
Egyptian rousette
Chicken
Chicken
Chicken
Chicken
Chicken
Chicken
Chicken
Egyptian rousette
Chicken
Egyptian rousette
Chicken
Chicken
Egyptian rousette
Chicken
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